Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.155; data-to-parameter ratio = 16.7.
In the title compound, C 14 H 13 N 3 O 2 Á2H 2 O, the hydrazone molecule adopts an E conformation with respect to the C N bond. The dihedral angle between the benzene and pyridine rings is 8. 55 (10) . The methylidene-hydrazide [-C( O)-N-N C-] fragment is essentially planar, with a maximum deviation of 0.0375 (13) Å . The mean planes of the benzene and pyridine rings make dihedral angles of 2.71 (14) and 11.25 (13) , respectively, with mean plane of the methylidenehydrazide fragment. In the crystal, the benzohydrazide and water molecules are linked by N-HÁ Á ÁO, O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds into a three-dimensional network.
Related literature
For the biological activity of benzohydrazides, see: Hai-Yun (2011); Havanur et al. (2010) ; Parashar et al. (2009) . For details of the ability of benzohydrazone compounds to inhibit cell growth and DNA synthesis, see: Ambwani et al. (2011) ; Despaigne et al. (2010) ; Havanur et al. (2010) . For background to the use of benzohydrazides as catalysts, see: Seleem et al. (2011); Singh & Raghav (2011) . For related structures, see: Ahmad et al. (2010) ; Hu & Liu (2012) ; Shi & Li (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2004 ); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004 ); program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009). Sheldrick, G. M. (2008 to inhibit the proliferation of tumour cells to a greater extent compared to standard anticancer agents (Havanur et al., 2010) . In addition, metal complexes with hydrazones exhibit antimicrobial, DNA-binding and cytotoxic activities. It has also been shown that these metal complexes can be potent inhibitors of cell growth and DNA synthesis (Despaigne et al., 2010; Havanur et al., 2010; Ambwani et al., 2011) . Metal complexes with hydrazones also have potential applications as catalysts, luminescent probes and molecular sensors (Seleem et al., 2011; Singh & Raghav, 2011) . We report herein the crystal structure of the title compound, a new hydrazone.
The title compound ( Fig. 1) , C 14 H 13 N 3 O 2 .2H 2 O, comprises one benzohydrazide molecule and two water molecules. The hydrazone molecule adopts an E conformation with respect to the C═N bond with the torsion angle of -177.41 (16)° (C8 -N1-N2-C9). Phenyl and pyridine rings (C2-C7 and N3/C10-C14, respectively) are each planner with a dihedral angle 8.55 (10)° between their mean-planes. The methylidenehydrazide fragment O2/C9/N2/N1/C8 in the title compound is essentially planar with maximum deviation being -0.0375 (13) Å for the N1 atom. The mean-planes of the benzene and pyridine rings make dihedral angles of 2.71 (14)° and 11.25 (13)°, respectively, with mean-plane of the methylidenehydrazide fragment. The C8═N1 and C9═O2 bond lengths are 1.270 (2) and 1.2199 (18) Å, respectively, which is very close to the values found in related structures (Hu & Liu, 2012; Shi & Li, 2012; Ahmad et al., 2010) . The methoxy group is co-planar with the benzene ring to which it is bound with the C1-O1-C2-C3 torsion angle = -0.26 (27)°.
In the crystal packing (Fig. 2) , the molecules of benzohydrazide and water are linked by N2-H2N2···O1W, O1W-H2O1···O2W, O2W-H2O2···O2, O1W-H1O1···N3 and O2W-H1O2···N1 hydrogen bonds (Table 1) into a threedimensional network.
Anisaldehyde (1.2 ml, 0.01 mol) and benzoic acid hydrazide (1.37 g, 0.01 mol) were added to ethanol(10 ml) of and stirred for an hour in the presence of hydrochloric acid to form a white precipitate. The precipitate was washed with sodium bicarbonate solution and filtered and again washed with petroleum ether (40-60%)and dried in air. The compound was recrystallized from absolute ethanol. 
Refinement

Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004 ); program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009).
Figure 1
The molecular structure of the title molecule, with the atom labelling. Displacement ellipsoids are drawn at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
